
Oral microbiota in smokers and non-smokers in natural and 
experimentally-induced gingivitis

25 soggetti con gengivite 11 smokers
14 no-smokers

14 gg

At day 14 of the experimental period, the 
level of plaque formation was not 
different between smokers and 
nonsmokers, but bleeding scores were 
lower in smokers than in non- smokers 
(15% and 30%) respectively. 

The change from natural gingivitis to a state of
gingival health and a subsequent change from gingival 
health to experimentally induced gingivitis was 
accompanied by quantitative alterations in the 
cultivable microbiota in both groups. Changes were 
most prominent in the transition from gingival health to  
experimental gingivitis and were found in dental 
plaque for Actinomyces species. 

No relationship with a single 
bacterial species could be 

established which would likely 
explain the differences in levels 

of inilammation.



Human oral, gut, and plaque microbiota in patients
with atherosclerosis

Periodontal disease has been associated with atherosclerosis, suggesting that bacteria from the 
oral cavity may contribute to the development of atherosclerosis and cardiovascular disease.

Using qPCR,we show that bacterial DNA was present in the atherosclerotic plaque and that the 
amount of DNA correlated with the amount of leukocytes in the atherosclerotic plaque

Using qPCR,we show that bacterial DNA was present in the atherosclerotic plaque and that the 
amount of DNA correlated with the amount of leukocytes in the atherosclerotic plaque

La composizione delle 
comunità microbiche  
Intestinale, della cavità
orale e delle placche 
aterosclerotiche è
significativamente diversa 
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Correlations between the bundances of 
different genera and disease markers in 
oral and fecal samples. Pearson 
correlation coefficients are represented by 
color ranging from blue, negative 
correlation (−1), to red, positive correlation 
(1). (A) OTUs from oral samples; (B) 
OTUs from fecal samples. Significant 
correlations are noted by *P < 0.05; **P < 
0.01, and ***P < 0.001.

Le LDL sono pericolose in quanto tendono 
a depositare il colesterolo sulla parete 
delle arterie, favorendo la formazione delle 
placche aterosclerotiche. 

Al contrario, le HDL tendono a rimuovere il 
colesterolo ostacolando la formazione delle 
placche. (ApoAI è la principale di HDL). 





In summary, we detected key bacterial members of dental plaque
in atherosclerotic plaques in humans, as well as a novel common
member, Chryseomonas, in all atherosclerotic plaques. In addition,
the atherosclerotic plaques contained numerous bacteria from
different phyla. Our findings strongly support the hypothesis that
the oral cavity and gut can be sources for atherosclerotic plaque-associated
bacteria. Furthermore,members of both the oral and gut
microbiotas correlated with disease biomarkers, especially plasma
cholesterol. Based on these findings, several lines of inquiry are
warranted: investigation into whether oral and/or fecal bacterial
community composition can predict atherosclerosis, and how specific
bacteria, such as Chryseomonas, may contribute to atherosclerosis
development and/or progression.


